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[lonreepikaato, 4TO BCE OCHOBHBIE HaydHbIE Pe3yJBTAaThl MOeH aucceprammm «Pa3paGoTka BBMHCIMTENBHBIX METONOB IS AHANM3A U BH3yaITH3a1[HH
9YKApUOTHHECKHX TCHOMHBIX COOPOK» OIYOIMKOBaHbI B BEIIETIPHBEICHHBIX 4 (YeThIpeX) MyOIMKALMAX, B TOM YHCJIE: B PELEH3MPYEMBIX HAYUHBIX 3IAHHMSX W3
Nepevns, yTeepkaeHHoro MunoOphayku P® - 0 my6nukauuii; B H3aHUSX, MHIEKCUPYEMBIX B HayKOMETPHUYeCKHX Gasax naHHex Web of Science m Scopus - 4
MyOMHKALHH.

BbIIHGy](aBaHHbIG II}’6J'1HK3LIHH IpHIarardTcsA Ha SJICKTPOHHOM HOCHTEIE.
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