CHucoK KAHIUAATOB B YeHbI JUCCEPTAIHOHHOI0 COBeTa 110 3alHUTe
nuccepranuu I'ypeBnua Allexcest AJleKCaHAPOBUYA Ha COMCKaHHe yueHoH
cTenend KanauaaTa onogorudeckux Hayk CII6LY

1) Ilomropuas Ombra Mropesna, IOKTOp OHOJOIMYECKHMX HAayK, podeccop
Kaeaphl MUTOJIOTMH U THCTOJIOTUH CIloI'y
2) O’bpaiten Credan JxeitMc, JOKTOp OMONIOrHYECKUX HAyK, [leHTp T€HOMHOM
6uontdopmatuku uM. ®. I'. Jlobpxanckoro CIIOI'Y, nupextop, TJIaBHBIN
HAYYHBIA COTPYIHHUK.
3) Tenppann Muxawn CepreeBud, MOKTOP OHOJOIMYECKUX HAyK, KaHAHAAT
(U3MKO-MaTEMATHUECKUX HayK, MHcTuTyT 1pobieM Imepejaun uHbOpMaLUH
nMenn A.A. Xapkesuua PAH, Mocksa; 3aMecTUTeNb JUPEKTOPA.
4) MuporoB AHJpeii AJEKCaHIPOBHY, JOKTOp OHOIOIHYECKUX HayK, @akyJbTET
6ronkeHepun U ononHdGopmaTuku, MI'Y, mpodeccop.
5) JlaryauH Anekcell AneKkcaHAPOBUY, JIOKTOp OHONIOrMYECKUX HayK, Kadenpa
O6nonH(OpPMaTUKH, Meauko-010JI0TUIECKIH dakybTer, Poccuiicknii
HarMoHaNbHBIA  HCCIIEOBATEhCKUM  MeAMIMHCKnM  yHMBepcuteT um. H.M.
[Tuporosa, MockBa, 3aBeJlyloLuH Kapeapon.
6) Oummnmu Axam M., Ph.D., Cexius reHOMHON HH(OPMaTHKH, HarronanpHbIN
MHCTUTYT MCCJIeI0BaHMs reHoMa Jejoseka, HarpoHasbHbIM HHCTUTYT 310POBB,
Berecia, Mopunenn, CIIIA, pykoBoxutens cexuuu (Adam M. Phillippy, Ph.D in
Computer Science from University of Maryland, USA; Genome Informatics
Section. National Human Genome Research Institute, NIH, Bethesda, MD, USA;
Head)
7) Memema Mapuuke X, Ph.D., I'pynma OuoumH(OpMaTHKH, YHHUBEPCUTET
arenunrena, BareraunreH, Hunepnanasr gpouent (Marnix H. Medema, Ph.D. in
Mathematics and Natural Sciences from University of Groningen, the Netherlands,
Bioinformatics Group, Wageningen University, Wageningen, the Netherlands;
Assistant Professor (“Universitair Docent™)
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